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Scientific Career
Since 2023 Full professor at Institut for Pharmacy and Molecular Biotechnology (IPMB),

University Heidelberg

2018-2023 Head of Biomedical Genomics Group at Health Data Science Unit, Medical Faculty

Heidelberg and BioQuant; Lecturer at Medical Faculty Heidelberg

2013-2018 Head of the Cancer Regulatory Genomics Group, Division of Theoretical

Bioinformatics, German Cancer Research Center (DKFZ)

2012-2013 Visiting scientist, EMBL- Heidelberg
2003-2012 Assistant-professor in bioinformatics, Aix-Marseille University (F); research at the

Institut Technologies Avancées pour le Génome et la Clinique (TAGC) — Inserm,
Marseille (F)

2001 -2003  Postdoc in theoretical physics, University of Turin (I)
1999 -2001  Postdoc in theoretical physics, Universitat Halle (D)

Education

2021 Certification for University-level didactics; ongoing habilitation procedure
1996 - 1999  PhD thesis in theoretical particle physics at University Marseille / CNRS
1994-1995 Masters in theoretical physics, Ecole normale supérieure, Paris (F)
1991-1994 Engineering degree, Ecole nationale des Ponts et Chaussées, Paris (F)

Scientific interests

Transcriptional gene regulation in diseases
Gene regulatory networks and single-cell omics
Data integration through machine-learning approaches

Ongoing fundings

e:Med project COMMITMENT “COMorbidity Modeling via Integrative Transfer machine-
learning in MENTal illness” (Pl SP4 Transfer learning)

DFG SPP2202 Spatial Genome Architecture in Development and Disease; Project “Nuclear
landscape of HIV-1 integration in microglia“(Pl with M. Lusic CIID)

DFG Focus COVID-19: Immunitat und Pathomechanismen “Identification of the molecular
origins of comorbidity in COVID-19 patients” (Pl with S. Boulant, CIID)

DFG Transregio TRR179 “Determinants and dynamics of elimination versus persistence of
hepatitis virus infection” (co-PI central project Z03 single-cell sequencing with K. Rippe)

Scientific and teaching activities

Member of the French society of bioinformatics (SFBI)

Associate-editor at PLOS Computational Biology

Teaching at University Heidelberg within the Molecular Biotechnology Bachelor and Masters
program.

Responsible for the bioinformatics curriculum in the Molecular Biotechnology Bachelor,
University Heidelberg

5 PhD thesis supervised (Marseille and Heidelberg)
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